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Conclusions

This study demonstrates that EV DNA can serve as a minimally invasive tool to gather clinically
significant variant information that is traditionally obtained via tissue biopsy. Additionally, EV
DNA yields less benign and likely benign variants but more variants of uncertain significance,
which warrant further investigation. The preliminary data suggests that both EVs and FFPE tissue
contain minimal overlap in pathogenic or likely pathogenic variants, but both contain clinically
relevant unique variant information. cfDNA from plasma was analyzed and yielded fewer
clinically significant variants than EV-isolated DNA, indicating that EVs can be used to identify
clinically significant variants that are not present in cfDNA.
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